FIGURE 1 



1 AGAAAGGGGT GCGGCAGCAC TGCCAGGGGA AGAGGGTGAT CCGACCCGGG 
51 GAAGGTCGCT GGGCAGGGCG AGTTGGGAAA GCGGCAGCCC CCGCCGCCCC 
101 CGCAGCCCCT TCTCCTCCTT TCTCCCACGT CCTATCTGCC TCTCGCTGGA 
151 GGCCAGGCCG TGCAGCATCG AAGACAGGAG GAACTGGAGC CTCATTGGCC 
201 GGCCCGGGGC GCCGGCCTCG GGCTTAAATA GGAGCTCCGG GCTCTGGCTG 
251 GQACCCGACC GCTGCCGGCC GCGCTCCCGC TGCTCCTGCC GGGTGATGGA 
301 AAACCCCAGC CCGGCCGCCG CCCTGGGCAA GGCCCTCTGC GCTCTCCTCC 
351 TGGCCACTCT CGGCGCCGCC GGCCAGCCTC TTGGGGGAGA GTCCATCTGT 
401 TCCGCCGGAG CCCCGGCCAA ATACAGCATC ACCTTCACGG GCAAGTGGAG 
451 CCAGACGGCC TTCCCCAAGC AGTACCCCCT GTTCCGCCCC CCTGCGCAGT 
501 GGTCTTCGCT GCTGGGGGCC GCGCATAGCT CCGACTACAG CATGTGGAGG 
551 AAGAACCAGT ACGTCAGTAA CGGGCTGCGC GACTTTGCGG AGCGCGGCGA 
601 GGCCTGGGCG CTGATGAAGG AGATCGAGGC GGCGGGGGAG GCGCTGCAGA 
651 GCGTGCACGC GGTGTTTTCG GCGCCCGCCG TCCCCAGCGG CACCGGGCAG 
701 ACGTCGGCGG AGCTGGAGGT GCAGCGCAGG CACTGGCTGG TCTCGTTTGT 
751 GGTGCGCATC GTGCCCAGCC CCGACTGGTT CGTGGGCGTG GACAGCCTGG 
801 ACCTGTGCGA CGGGGACCGT TGGCGGGAAC AGGCGGCGCT GGACCTGTAC 
851 CCCTACGACG CCGGGACGGA CAGCGGCTTC ACCTTCTCCT CCCCCAACTT. 
901 CGCCACCATC CCGCAGGACA CGGTGACCGA GATAACGTCC TCCTCTCCCA 
951 GCCACCCGGC CAACTCCTTC TACTACCCAC GGCTGAAGGC CCTGCCTCCC 
iOOl ATCGCCAGGG TGACACTGGT GCGGCTGCGA CAGAGCCCCA GGGCCTTCAT 
1051 CCCTCCCGCC CCAGTCCTGC CCAGCAGGGA CAATGAGATT GTAGACAGCG 
1101 CCTCAGTTCC AGAAACGCCG CTGGACTGCG AGGTCTCCCT GTGGTCGTCC 
1151 TGGGGACTGT GCGGAGGCCA CTGTGGGAGG CTCGGGACCA AGAGCAGGAC 
1201 TCGCTACGTC CGGGTCCAGC CCGCCAACAA CGGGAGCCCC TGCCCCGAGC 
1251 TCGAAGAAGA GGCTGAGTGC GTCCCTGATA ACTGCGTCTA AGACCAGAGC 



FIGURE 1- continued 



1301 CCCGCAGCCC CTGGGGCCCC 

1351 GCAGGCTCAT GCTGCAGGCG 

1401 CTGACCGCGG TGAGGCCGCG 

1451 GTGGCCGGCA CGGGCATTGG 

1501 TCTTAGGGGC CCCCGTGTCC 

1551 ATAAAGTCAT CCCCAAGGCT 

1601 GTTATTGGTG CTCCAGGAGA 

1651 CACGTGGTTG CAGATACCTC 

1701 ACTCTCCCGA GGGCGCATCC 

1751 GGGGCGGTTT CGGAAGCGTC 



CCGGAGCCAT GGGGTGTCGG GGGCTCCTGT 
GCCGAGGGCA CAGGGGGTTT CGCGCTGCTC 
CCGACCATCT CTGCACTGAA GGGCCCTCTG 
GAAACAGCCT CCTCCTTTCC CAACCTTGCT 
CGTCTGCTCT CAGCCTCCTC CTCCTGCAGG 
CCAGCTACTC TAAATTATGT CTCCTTATAA 
TTGTCCTTCA TCGTCCAGGG GCCTGGCTCC 
AGACCTGGTG CTCTAGGCTG TGCTGAGCCC 
AAGCGGGGGC CACTTGAGAA GTGAATAAAT 
AAAAAAAAAA AAAAA . ' ' 



FIGURE 2 



1 MENPSPAAAL GKALCALLLA TLGAAGQPLG GESTCSAGAP AKYSTTPTfiK 

51 WSQTAFPKOY PLFRPPAOV?S SIJ/;AAHSSn YSMMRKNOYV SNGT^RDPARR 

101 CE&WALMKEI EAAGEALQSV HAVFSAPAVP SGTGOTSABr, RVORRHqTfYp 

151 FWRIVPSPD WFVGVDSLDL CDGDRWRROA AT.DT,YPYnAG TDSGFTFSRP 

201 NFATTPODTV TF.TTSSSPSH P ANSFYYPRL KALPPIARVT LVRLRQSPRA 

251 FIPPAPVLPS RDNEIVDSAS VPETPLD CFV ST.WRSW CT/^G GHCGRT/^TKfi 

301 RTRYVRVnpA NNGSPCPF.TiF, EEAPr-VPrtwr V 
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FIGURE 3 



« • • • « 

RGl 1 MENPSPAAALGKALCALLLATLGA..AGQPLGGESICSAGAPAKYSITFTG 49 

IK I .1 : I III II- llllllllhl-l 1:111111! 
roindin 1 MENVS . .FSLDRTLWVFLLAMLGSTAGQPLGGESVCTARPLARYSITFTG 48 

« • • • • 

50 KWSQTAPPKQYPLPRPPAQWSSLLGAAHSSDYSMWRKNQYVSNGLRDFAE 99 

mil lllilllllll 11 lillll 11111111111111:1111 Mil III 
49 KWSQTAFPKQYPLFRPPAQWSSLLGAAHSSDYSMWRKNEYVSNGLRDFAE 98 

100 RGEAWALMKEIEAAGEALQSVHAVFSAPAVPSGTGQTSAELEVQRRHSLV 149 
I I 1 1 I I I 1 1 1 I 1 I I I I lllllllllllllllllllliillll illll 
99 RGEAWALMKEIEAAGEKLQSVHAVFSAPAVPSGTGQTSAELEVHPRHSLV 148 

150 SFWRIVPSPDWFVGVDSLDLCDGDRWREQAALDLYPYDAGTDSGFTFSS 199 

llillll II 111111:1(11 ll:f (I:i( I U 1 1 : 1 1 I I I I 11 1 I I I 

149 SFWRIYPSPDWFVGIDSLDLCEGGRWKEQWI£)LYPHDAGTpSGFTPSS 198 

200 PNFATIPQDTVTEITSSSPSHPANSFYYPRLKALPPIARVTLVRLRQSPR 249 

1 I I 1 I I 1 1 1 I I 1 1 n • 1 1 I I 1 I I I I I t I I 1 I M II 1 1 : 1 1 1 I I I I 1 1 1 

199 PNFATIPQDTVTEITASSPSHPANSFYYPRLKSLPPIAKYTFVRLRQSPR 248 

250 AFIPPAPVLPSRDKEIVDSASVPETPLDCEVSLWSSWGLCGGHCGRLGTK 299 

1111. 1 II 4II1II lllllllllllinilllllll ll:|| 1 
249 AFAPPSLDLASRGNEIVDSLSVPETPLDCEVSLWSSWGLCGGPCGKLGAK 298 

300 SRTRYVRVQPANNGSPCPELEEEAECVPDNCV 331 

lllllllllllllMlllllUIll Illll 

299 SRTRYVRVQPANNGTPCPELEBEAECAPDNCV 330 



FIGURE 4 



AGAAAGGGGTGCGGCAGCACTGCCAGGGGAAGAGGGTGATCCGACCCGGGGAAGGTCGCT 
I ^ + + + + + 60 

TCTTTCCCCACGCCGTCGTGACGGTCCCCTTCTCCCACTAGGCTGGGCCCCTTCCAGCGA 

GGGCAGGGCGAGTTGGGAAAGCGGCAGCCCCCGCCGCCCCCGCAGCCCCTTCTCCTCCTT 

51 -__ + + + + - + + 120 

CCCGTCCCGCTCAACCCTTTCGCCGTCGGGGGCGGCGGGGGCGTCGGGGAAGAGGAGGAA 

TCTCCCACGTCCTATCTGCCTCTCGCTGGAGGCCAGGCCGTGCAGCATCGAAGACAGGAG 

121 + + - + + + + 180 

AGAGGGTGCAGGATAGACGGAGAGCGACCTCCGGTCCGGCACGTCGTAGCTTCTGTCCTC 

GAACTGGAGCCTCATTGGCCGGCCCGGGGCGCCGGCCTCGGGCTTAAATAGGAGCTCCGG 

181 +-- + + --+ ^-"+ 240 

C^GA<Xn^GAGTAACCX3GCCGGGCCCCGCGGCXX;GAGCX:CGAATTTATCCT^ 

GCTCTGGCTGGGACCX^GACCGCTGCXJGGCCGCGCTCCCGCTGCTCCTGCaSGGTC 

241 + + + + + + 300 

CGAGACCGACCCTGGGCTGGCGACGGCCX3GCGCGAGGGCGACGAGGACGGCCCACTACCT 

M E - 

AAACCCCAGCXXGGCCGCCGCCCTGGGCAAGGCCCTCTGCGCTCTCCTCCTGGCCACTCT 
301 + --- + + + -+ 360 

tttggggtcgggccggcggcgggacccgttccgggagacgcgagaggaggaccggtgaga 
npspaaalgkalcalllatl- 
cggcgccgccggccagcx:tcttgggggagagtccatctgttccgccggagccxxxgcc^ 

361 ---^-r +- -+ + + + + 420 

gccgcggcggccggtcggagaaccccctctcaggtagacaaggcggcctcggggccggtt 
gaagqplggesicsagapak- 
atacagaitcaccttc7lcgggcaagtggagccagac«gccttcc(xaagcagtacc^ 

421 + +- ---+ + ---+ 480 

TATGTCGTAGTGGAAGTGCCCGTTCACCnKiXSGTCTGCCGGAAGGGGTTC 

YSlT FTGKWSQTAFPKQYP Ii- 

gttccgcccccctgcgk:agtggtcttcgctgctgggggc^ 

481 + -+ ^ + + + + 540 

caaggcggggggacgcgtcaccagaagosacgacccxxggcgcgtattc 

F R P P AQWS S LLG AAH S S D Y S - 

catgtggaggaagaaccagtacgtcagtaacgggctgcgcgactttgcggagcgcggcga 

541 - - - + -- + + + + + 600 

gtacacctccttcttggtcatgcagtcattgcccgacgcgctgaaacgcctcgcgccgct 
mwrknqy ysnglrdfaer ge- 
ggcctgggcgctgatgaaggagatcgaggcggcgggggaggcgctgcagagcgtgcacgc 

601 + + + + + + 660 

ccggacccgcgactacttcctctagctccgccgccccctccgcgacgtctcgcacgtgcg 
awalmkeieaagealqs vha- 
ggtgttttcggcgcccgccgtccccagcggcaccgggcagacgtcggcggagctggaggt 

661 + + + + : + + 720 

ccacaaaagccgcgggcggcaggggtcgccgtggcccgtctgcagccgcctcgacctcca 
vfsapavpsgtgqtsaelev- 
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FIGURE 4 - continued 



GCAGCGCAGGCACTCGCTGGTCTCGTTTGTGGTGCGCATCGTGCCCAGCCCCGACTGGTT 

721 + + + + + 780 

CGTCGCGTCCGTGAGCGACCAGAGCAAACACCACGCGTAGCACGGGTCGGGGCTGACCAA 

QRRHSLVSFYVRIVPSP DWF- 

CGTGGGCGTGGACAGCCTGGACCTGTGCGACGGGGACCGTTGGCGGGAACAGGCGGCGCT 

781 + + + + + + 840 

GCACCCGCACCTGTCGGACCTGGACACGCTGCCCCTGGCAACCGCCCTTGTCCGCCGCGA 

VGVDSLDLCDGDRWREQAAL- 

GGACCTGTACCCCTACGACGCCGGGACGGACAGCGGCTTCACCTTCTCCTCCCCCAACTT 

841 ^ + + + + + + 900 

CCTGGACATGGGGATGCTGCGGCCCTGCCTGTCGCCGAAGTGGAAGAGGAGGGGGTTGAA 

DLYPYDAGTDS GFTFSSPNF- 

CGCCACa^TCCCGCAGGACACGGTGACCGAGATAACGTCCTCCTCTCCCAGCCACCCGGC 

901 + + + '-^ + + + 960 

GCGGTGGTAGGGCGTCCTGTGCCACTGGCTCTATOXSrcAGGAGGAGAGGGTCGGTGGGCCG 

ATIPQDTVTEITSSSPSHPA- 

CAACTCCTTCTACTACCavCGGCTGAAGGCCXTGCCTCXXa^TCGCCAGGGTGACACTC 

961 + + + + + + 1020 

GTTGAGGAAGATGATGGGTGCCGACTTCCGGGACGGAGGGTAGCGGTCCCACTGTGACCA 

NSFYYPRLKAIiPPIAR VTLT^V- 

GCGGCTGCGACAGAGCCCCAGGGCCTTCATCCCTCCCGCCCCAGTCCTGCCCAGCAGGGA 

1021 -+-- •+ + + 1080 

CGCCGAOSCTGTCTCGGGGTCCCGGAAGTAGGGAGGGCGGGGTCAGGACGGGTCXSTCCC^ 

RL RQSPRAFIPP APVLPSRD- 

CAATGAGATTGTAGACAGCGCCTOVGTTCCAGAAACGCCGCTGGACTOC^ 

1081 "t +- ^' + + 1140 

GTTACtCTAACATCTCTCGCGGAGTCAAGGTCMTGOSGCGACCTG 

NEIV DSASVPETPLDC EVSI,- 

GTGGTOSTCCTGGGGACTGTGCGGAGGCCACTGTGGGAGGCTaSGGAa:^ 

1141 + --+ + -+r + 1200 

CACCAGCAGGACCCCTGACACGCCTCXXSGTGA^^ 

WSSWGIiCGGUCGRLGTKSRT- 

Ta3CTACGT<X:GGGTCCAGCX:CGCCAACAACGGGAGCC^^ 

1201 + + + -+-- + 1260 

AGCGATGCAGGCCCAGGTCGGGCGGTTGTTGaXnXXSGGGAOSGGGCT^ 

RYVRVQPANNGSPCPELEE E- 

GGCTGAGTGCGTCCCTGATAACTGCGTCTAAGACCAGAGCCCCGCAGCCCCTGGGGCCCC 

1261 + - + + + ' + + 1320 

CCGACTCACGCAGGGACTATTGACGCAGATTCTGGTCTCGGGGCGTCGGGGACCCCGGGG 

AECVPDNCV* 

CCGGAGCCATGGGGTGTCGGGGGCTCCTGTGCAGGCTCATGCTGCAGGCGGCCGAGGGCA 
1321 + + + + --_ + --- + 1380 

GGCCTCGGTACCCCACAGCCCCCGAGGACACGTCCGAGTACGACGTCCGCCGGCTCCCGT 

CAGGGGGTTTCGCGCTGCTCCTGACCGCGGTGAGGCCGCGCCGACCATCTCTGCACTGAA 

1381 + + + + + + 1440 

GTCCCCCAAAGCGCGACGAGGACTGGCGCCACTCCGGCGCGGCTGGTAGAGACGTGACTT 

GCGCCCTCTGGTGGCCGGCACGGGCATTGGGAAACAGCCTCCTCCTTTCCCAACCTTGCT 
14 41 -.....--- + --. - - + - - - . - - - ^ + ^ 

CCCGGGAGACCACCGGCCGTGCCCCTAACCCTTTGTCGGAGGAGGAAAGGGTTGGAACGA 
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FIGURE 4 - continued 



• TCTTAGGGGCCCCCGTGTCCCGTCTGCTCTCAGCCTCCTCCTCCTGCAGGATAAAGTCAT 

1501 + - + + + + + 1560 

AGAATCCCCGGGGGCACAGGGCAGACGAGAGTCGGAGGAGGAGGACGTCCTATTTCAGTA 

ccccaaggctcx:agctactctaaattatgtctccttataagttattgctgctccaggaga 

1561 + + + +- + + 1620 

ggggttccgaggtcgatgagatttaatacagaggaatattcaataacgacgaggtcctct 
ttgtccttcatcgtccaggggcctggctccgacgtggttgcagatacctcagacctggtg 

1621 + + + + + + 1680 

aacaggaagtagcaggtccccggaccgagggtgcaccaacgtctatggagtctggaccac 
ctctaggctgtgctgagcccactctcccgagggcgcatccaagcgggggccacttgagaa 

1681 + + + + + + 1740 

gagatccgacacgactcgggtgagagggctcccgcgtaggttcgcccccggtgaactctt 
gtgaataaatggggcggtttcggaagcgtc 

1741 + + + 1770 

cacttatttaccccgccaaagccttcgcag 
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FIGURE 5 



Expression of Rg1 mRNA in human tissues 
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FIGURE 6 



Purification of Native RG1 Protein Secreted 
by LNCaP Cells. 
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